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centromeric nucleosome as revealed by NMR.
it %4 A: Dr. Yawen Bai. Senior Investigator. Laboratory of Biochemistry and
Molecular Biology, National Cancer Institute, NIH.
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Dr. Yawen Bai received his Ph.D. in biophysics from the University
of Pennsylvania Medical School in 1994. He did his Ph.D. work 1n
Walter Englander's lab, where he developed the native-state hydrogen
exchange method to detect partially unfolded states of proteins. Then
he completed his postdoctoral training in Peter Wright's lab at the
Scripps Research Institute, where he studied protein folding using
multi-dimensional NMR methods. He joined the Lab of Biochemistry
of NCI, NIH as an independent investigator in 1997, and became a
senior mvestigator in 2006.

Prof. Bai’s research group 1s interested in understanding the basic
(D /7 principles that control the dynamic folding/unfolding processes of
protein and chromatin using biophysical approaches. The failure of proteins to properly fold can
1mpact thelr act1v1ty andf‘ ’"‘blllty, whlle the foldmg and compactlon of DNA 1s critical for the




