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Education and Academic Career

Since 2012  Full Professor of Botany (Plant Developmental Biology), W2, JLU Giel3en

2005-2011  Juniorprofessor of Molecular Genetics, W1, University of Bremen

2003 — 2005 Postdoc, Monash University, Melbourne, Australia, with Prof. Dr. David Smyth

2001 — 2003 Postdoc, Max-Planck-Institute for Breeding Research, Cologne; Westphalian
Wilhelms University of Miinster; Friedrich Schiller University Jena, all with
Prof. Dr. Glnter Theil3en

2001 Dr. rer. nat. (Ph.D. equivalent) in Genetics, University of Cologne and Max-
Planch-Institute for Breeding Research Cologne
1997 Diploma in Biology

1991 — 1997 Studying Biology at the Eberhardt Karls University Giel3en; Georg August
University Gottingen; University of Oulu, Finland; Florida State University,
Tallahassee, FL, USA
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Current and Past Research Funding

- DFG BE 2547/14-1: “Phylotranskriptomik des genetischen Baukastens der Karpell-
entwicklung — eine evo-devo Studie zum Ursprung der Blitenpflanzen”

- DAAD PPP Finnland: ,Revealing the ancestral functions of CYC/TB1-like TCP transcription
factor genes in basal eudicots”

- DFG BE 2547/12-1: SPP 1347 “Biodiversitatsexploratorien”: Vergleichende Transkriptom-
analyse und phanotypisches Monitoring von Trifolium pratense (Fabaceae) unter
Landnutzungsaspekten”

- University of Bremen, Small Grant: The role of SUMOylation in plant development

- DFG BE 2547/9-1: SPP (Schwerpunktprogramm) 1529 “Brassicaceae Adaptomics”:
Adaptomics of Neofunctionalization: An Analysis of the GORDITA-like genes in
Brassicaceae.

- University of Bremen, Small Grant: Comparative carpel transcriptomics

- DFG BE 2547/8-1: Functional and evolutionary significance of the Bsister genes

- University of Bremen, Small Grant: Functional characterization of the Arabidopsis ABS and
AGL63 genes

- DFG BE 2547/7-2: Functional diversification of class 1 KNOX genes in basal eudicots
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- DFG GL213/3-1: (was awarded to AB when GL left for a position abroad): Functional
diversification of class 1 KNOX genes in eudicot leaf development

- DFG BE 2547/6-2: Evolutionary genetics of carpel development using California poppy
(Eschscholzia californica) as a model species

- DFG BE2547/6-1: Evolutionary genetics of carpel development using California poppy
(Eschscholzia californica) as a new model species

- DFG BE2547/5-1: Evo-devo of carpels: Establishing Eschscholzia californica as a basal
eudicotyledonous model system

- Monash University, Melbourne, Australia, Small Grant (2004)
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